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PCT 



DATE • 05/23/2001 
RAW SEQUENCE LISTING ^E. US I 

PATENT APPLICATION : US/09/744,016 TIME: 12.31.17 

noes Not CompW 



W „> 1 /ftEOUENZPROTOKUl^ - y 

3 <110> APPLICANT: Dr. Volkel, Helge modulators of calcineurin 

5 <120> TITLE OF INVENTION: Method for screening of modulators 

6 activity 

8 <130> FILE REFERENCE: A34157PCT 

<llll CURRENT APPLICATION NUMBER: US/09/744 , 016 
SKll <141> CURRENT FILING DATE : 2001-05-07 

^ 13 fl50> PRIOR APPLICATION NUMBER: EP98113876 
14 <151> PRIOR FILING DATE: 1998-07-22 
16 <160> NUMBER OF SEQ ID NOS: 35 
18 <170> SOFTWARE: Patentln Ver. 2.1 

ERRORED SEQUENCES 

2767 <210> SEQ ID NO: 20 

2768 <211> LENGTH: 5525 

2769 <212> TYPE: DNA 

2770 <213> ORGANISM: Homo sapiens 

2772 <220> FEATURE: 

2773 <221> NAME /KEY : CDS 

till £ C »™SU! M^idine ta g9 e d calcin^in A a!p h a 2 

2777 <220> FEATURE: 

2778 <221> NAME /KEY : misc_feature 

2779 <222> LOCATION: ( 1687 )..( 1728 ) multiple cloning site 2 

2780 <223> OTHER INFORMATION: ribosomal binding site, muit P ^ 

2782 <220> FEATURE: 

2783 <221> NAME /KEY : CDS 

2784 <222> LOCATION: (1729) .. (2241) 

2785 <223> OTHER INFORMATION: calcineurin B 




2787 <400> SEQUENCE: 20 tgtgagcgga taacaattat aatagattca 

2788 ctcgagaaat cataaaaaat ttatttgctt tgtgag gg aact at 

2790 attgtgagcg gataacaatt tcacacagaa ttcattaaag agg g ^ 

2791 1 

2792 x. „ = nna tec atq tec gag ccc aag 

zz m £ - s; s sr. s si i~ j - = s ,,. 

g ca .« ,.t ccc r « g tc, a= g , = ,ac jjjj Jt, Jt, £ £ £ 

2799 Ala lie Asp Pro Lys Leu. Ser Thr Tnr Asp «. y ^ 

2800 2 S afTl - rac caq ctt aca gca aaa gaa gtg ttt gat aat 

2802 cca ttt cct cca agt cac egg czz a y Asn 

2803 Pro Phe Pro Pro Ser His Arg Leu Thr Ala Lys blu 

2804 35 x. 4 ? =>+-^ f>a aaa aca cat ctt atg aag gag 
^ S III ITs S S - £ ne Leu S Si! His Leu Met Lys Clu 
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DATE: 05/23/2001 
RAW SEQUENCE LISTING lnlnAAMtl TIME • 12 • 31 : 17 

PATENT APPLICATION: US/09/744 ,016 ' 



TnDut Set : A:\PTO.txt 

Output Set: C:\CRF3\05232001\I744016.raw 

55 60 65 

2808 50 ° ata ata aca gag ggt gca 

2810 gga agg ctg gaa gag agt gtt gca ttg g ^ q Ma 

2811 Gly Arg Leu Glu Glu Ser Val Ala Leu Arg qq 

2812 70 . i . i . n rta aa t att gat gcg cca gtc 
H\i HI £ Z tit til £" Z - £ U H. "P Pro V.X 



2816 85 ^ . „„ J!° ttc ttt gat ttg atg aag etc 453 

2818 act gtt tgt ggg gac att cat gga caa ttc tt g 9 ^ 

2819 Thr Val Cys Gly Asp He Hxs Gly Gin Phe Pn P ^ 

2820 100 t tc ttc tta ggg 501 

2822 ttt ga, gtc ggg «. tct ect g a c act eg ^ ^ ^ Gly 

2823 Phe Glu Val Gly Gly ber t-ro ^ a ^ 

2824 H5 l 2Q _ ft aaa tqt q t g ctg tat ttg 549 

2826 gac tat gtt gac aga ggg tac ttc agt att gaa tg gj, ^ ^ 

2827 Asp Tyr Val Asp Arg Gly Tyr Phe Ser lie ^ ^ 

2828 130 at , HI tac ccc aaa aca ctg ttt tta ctt cgt gga 597 

2830 tgg gec ttg aaa att etc tac ccc a ^ ^ ^ ^ Gly 

2831 Trp Ala Leu Lys He Leu Tyr fro ny* ^ 16Q 

2832 150 tat ttc aca ttt aaa caa gaa 645 

2834 aat cat gaa tgt aga cat eta aca gag ta ^ ^ ^ Qlu 

2835 Asn His Glu Cys Arg His Leu Thr Glu iyr ^ 

2836 165 t tat q at gec tgt atg gat gee 693 
2S38 tgt aaa ata aag tat c, a cga g tat g ^ ^ ^ ^ u> 

2839 Cys Lys He Lys Tyr ber ^,±u y igQ 

2840 180 art acc ctq atg aac caa cag ttc ctg tgt 741 

2842 ttt gac tgc ctt ccc ctg get gec ctg atg ^ ^ ^ cys 

2843 Phe Asp Cys Leu Pro Leu Ala Ala Leu Met ^ 

2844 195 - + tta tct cca gag att aac act tta gat gat ate aga 789 

2846 gtg cat ggt ggt ttg tct cca gag Ile Arg 

2847 Val His Gly Gly Leu Ser Pro Glu He Asn ^ 

2848 210 215 . tat qga cct atg tgt gat 837 

2850 aaa tta gac cga ttc aaa gaa cca cct gca tat gg 

2851 Lys Leu Asp Arg Phe Lys Glu Pro Pro Ala Tyr Gly ^ 

2852 230 ma aat ttt gga aat gag aag act cag 885 

mi s ss s - Sp s s S - s, - Glu g. cm 

2856 245 . „_ aaa tat tea tac ttc tac agt 933 

2858 gaa cat ttc act cac aac aca gtc agg ggg tgt ^ 

2859 Glu His Phe Thr His Asn Thr Val Arg Gly Cys ^ 

2860 260 caa cac aat aac ttg tta tct ata 981 

2862 tac ccg get gta tgt gaa ttc tta cag « ^ ^ ^ ^ ^ n , 

2863 Tyr Pro Ala Val Cys biu rne ^ 

2864 275 „„„ Z aat aca ggg tac egc atg tac agg aaa 1029 



* ^ 0 nra aaa tac cgc atg iac dyy 

2866 etc cga gec cac gaa gec caa gat gca ggg t ^ ^ ^ Lys 

2867 Leu Arg Ala His Glu Ala Gin Asp Ala biy ^ 3Q5 

28 68 290 J95 att tfct fcca gca cca 

2870 age caa aca aca ggc ttc cct tct cz ^ Ma pro 

2871 Ser Gin Thr Thr Gly Phe Pro Ser Leu He ^ 

Tin Jl-> 



2872 310 
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TTMTHr DATE: 05/23/2001 

RAW SEQUENCE LISTING m T Mr. 10-^1-17 

PATENT APPLICATION: US/09/744 , 016 TIME: 12.31.17 

Input Set : A:\PTO.txt 

* ~ v Arr ;j^uui\-'' , * 1 ' aw " fcW "" 

1125 



Tnnut Set : A:\PTO.txt 

Output Set: C:\CBF3\05232001\n44016.ra. 

2 ,„ aat «= tta jat jt. tac aat -= aaa J=t JC. £. «, a„ tat 

2875 Asn Tyr Leu Asp Val Tyr Asn /«> ^ 335 

2876 325 ^ „ = a ^ ,, c tat tct cct cat cca tac 1173 

2878 aac aat gtt atg aat ate agg caa ttc aac tgt ^ ^ ^ 

2879 Asn Asn Val Met Asn He Arg Gin Phe Asn Ly ^ 

2880 340 ■> t ctt cca ttt gtt 1221 

2882 tgg ctt cca aat ttc atg gat gtt ttt act tgg ^ ^ 

2883 Trp Leu Pro Asn Phe Met Asp Val Phe Thr Trp Se__ 

2884 355 J ° u t tc aac ate tgc tea 1269 

»s; in n> & - - - s ss s ti ™ *» „ <». ltl 

HZ ™ gat ,aa ct, gf S £. f . l% Z t« £ £ £ aca cct U1 7 

2891 Asp Asp Glu Leu Gly Ser Glu b±u ^ 400 

2892 39 ^ atn ata aqq aac aag ate cga gca ata ggc aaa 1365 

2894 gca gee egg aaa gag gtg ata agg aac g ^ ^ Qiy Lyg 

2895 Ala Ala Arg Lys Glu Val He Arg Asn Lys ^ 

2896 405 ^ * a etc aaa qaa gag agt gag agt gtg ctg 1413 

2898 atg gee aga gtg ttc tea gtg etc aga gaa g g g ^ ^ ^ 

2899 Met Ala Arg Val Phe Ser Val Leu Arg Glu ^ 

2900 420 rr cca act ggc atg etc ccc age gga gta ctt 1461 

2902 acg ctg aaa ggc ttg ace cca act ggc g ^ ^ ^ ^ ^ ^ 

2903 Thr Leu Lys Gly Leu Tnr rro y ^ 

290 4 435 ita raa aac get ate aaa gga ttt tea cca 1509 

2906 tet gga ggg aag caa ace ctg caa age get ^ ^ ^ 

2907 Ser Gly Gly Lys Gin Thr Leu Gin Ser Ala lie y ^ 

2908 450 455 aaq ggc tta gac cga att 1557 

nil is sr. e £ £ m - ss s s ^ s, - ftsP *, ne 

ll\l aat „, W «, Co" cct ccc £ f t jee at, ccc tct cac ,c= aac 16 0 5 

2915 Asn Glu Arg Met Pro Pro Arg Arg Asp Aia ^ 

2916 485 . . _ ___ tea aaq act aac ggc acg gac 1653 

2918 ctt aac tec ate aac aag get etc ace tea gag ^ ^ 

2919 Leu Asn Ser He Asn Lys Ala Leu Thr ber * ^ 

2920 500 ttaactaggg taccccgggg 1706 

mi z £ z e - s s - 

f- 6 ta ccaaa g a, g a 9 »aattaa ct^ ? , f aat ca, cca act tjt cct «J ,aa 

2927 1 530 

W--> 2928 att aaa agg eta gga aag aga 1806 

. a 2930 atg tgc tea cac ttt gat gca gar ga Arg 

. V 2931 Met Cys Ser His Phe Asp Ala Asp Glu lie Lys A g ^ 

)L-> 2932 535 "0 gtg gaa gag 1854 

P 2934 ttt aag aag etc gat ttg gac aat tct gg ^ ^ Qlu Qlu 

J 2935 Phe Lys Lys Leu Asp Leu Asp Asn Ser biy 5g5 

lilt ttc atg tct eta cct gag tta caa cag aat eee tta gta cag cga gta 1902 
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E — > 



DATE: 05/23/2001 
»S/0S/744,0 16 = 12 = 31:17 

— t „ rin rir Asn Pro Leu Val Gin Arg Val 
2939 Phe Met Ser Leu Pro Glu Leu Gin Gin Asn ^ 

W— > 2940 570 t qa gaa gta gac ttt aaa gag 1950 

mi s: s s - m s is s £ s, s la ? al , s Ph e ^ «» 

W-> 2944 585 590 _^ ^ ^ gaa 1998 

^ S Ue S» fal sfr Sn 'ph. sir ?.l L». Gly X.P ^ Glu Gl, 

aa 9 Z *V «t ,ct ttc £ ate tat ,a= at, £ «. £ gc £ 204. 

2951 Lys Leu Arg Phe Ala Phe Arg He Tyr Asp Met P ^ 

2952 615 "0 at at ggg aac 2 094 

2954 att tec aat ggg gaa etc ttc cag gtg y ^ ^ G Asn 

2955 lie Ser Asn Gly Glu Leu Phe Gin Val Leu by ^ 

2956 635 4-4-. r^a raa att qta gac aaa acc ata ata 2142 

2958 aat ctg aaa gat aca cag tta cag caa att g g ^ ^ ^ 

2959 Asn Leu Lys Asp Thr Gin Leu Gin Gin He Val P ^ 

W~> 2960 650 . Raa ata tec ttt gaa gaa ttc tgt 2190 

2962 aat gca gat aag gat ggg gat gga aga ata tc 9 Cys 

2963 Asn Ala Asp Lys Asp Gly Asp Gly Arg ^ 

W— > 2964 665 atg gtg gta gat gtg 2238 

^ III tl tl Z 25 III S i" »i- ^ - val val ssp val 

W— > 2968 680 4.4- aa t^n 8 c taaacttgg actcctgttg atagatccag 2291 

2970 tgattaattagaa gcttaattag ctgagcttyy 

2972C^69DjM^ 4.4.4-^4- tranaacact cqgttgccgc cgggcgtttt 2351 

297^t^tg < a < c^^ agaactccat ctg<jj"tgt teagaacget gg g 9 aatg 2411 

2976 ttattggtga gaatccaagc tagcttggcg ^gattttcag g g y taaagaacat 2471 
2978 gagaaaaaaa tcactggata taccaccgtt jatatatccc « gctggatatt 2 531 

2980 tttgaggcat ttcagtcagt tgctcaatgt aetata y ctttattcac 2591 

2982 aeggectttt taaagaccgt jaagaaaaat aagcacaagt t W g agacggtgag 2 651 
2984 attcttgccc gectgatgaa tgctcatccg ^atttcg ^9 a aactgaaacg 27 u 

2986 ctggtgatat gggatagtgt tcacccttgr * agtttctaca catatattcg 2771 

2988 ttttcatege tctggagtga ataccacgac jatttcegge ag tattgaga at 2831 

2990 caagatgtgg cgtgttacgg tgaaaacctg gectattte aaacgtggcc 2891 

2992 atgtttttcg tctcagccaa tccctgggtg agtttcacca 9 9 geaaggegae 2951 
2994 aatatggaca acttcttcgc ccccgttttc accatgggca ct tccatgtc 3011 

2996 aaggtgctga tgccgctggc Qattcaggtt cateatgc : g 9^ gcgg ggcgtaattt 3071 
2998 ggcagaatgc ttaatgaatt acaa cagra y y y tgactctcta gcttgaggca 3131 
3000 ttttaaggca gttattggtg cccttaaacg cctggggtaa ^ gttgtttgtc 3191 

3002 tcaaataaaa cgaaaggctc agtcgaaaga £gggccttt 9 cgcgtttcgg 3251 

3004 ggtgaacgct ctcctgagta ggacaaatcc 9«gctctag cttgtctgta 3311 

3006 tgatgacggt gaaaacctct gaeacatgea ^teceggag « gcgggtgtcg 3371 

3008 ageggatgee gggagcagac aagcccgtca ^^gcgtc g ^ taactatgcg 3431 

3010 gggcgcagcc-atgacccagt caegtagega tageggagtg ta gg^ gatgc 3491 

3012 gcatcagagc agattgtact gagagtgeae «tatgcgg 9 9 ctcgctgcgc 3551 

3014 gtaaggagaa aatacegcat caggcgctct tccgcttcct 9 aeggttatec 3611 

3016 tcggtctgtc ggctgcggcg ageggtatea gctcactcaa gg gg aaaggccagg 3671 
3018 acagaatcag gggataaege aggaaagaac atgtgagcaa 99 tgacgagcat 3731 

3020 aacegtaaaa aggecgegtt gctggcgttt ttccatagg 



file://C:\Crf3\Outhold\VsrI744016.htm 



5/23/01 



Page 5 of 10 



nz\TF- 05/23/2001 
RAW SEQUENCE LISTING ^TE . ^ ' " ' 

PATENT APPLICATION: US/09/744 , 016 TIME: 12:31.17 

Input Set : A:\PTO.txt 

Output Set: C:\CRF3\05232001\I744016.raw 

3022 cacaaaaatc gacgctcaag tcagaggtgg cgaaacccga caggactata aagataccag 3791 
3024 gcgtttcccc ctggaagctc cctcg gcgc t t t cgaccctg^ g w ^ 

3026 tacctgtccg cctttctccc ttcgggaagc gtgg y , accccccgtt 3971 

3028 tatctcagtt cggtgtaggt cgttcgctcc aagctgggct gtgtgca g 4Q31 
3030 cagcccgacc gctgcgcctt atccggtaac tatcgtcttg agtccaac gg g ^ 
3032 gacttatcgc cactggcagc agccactggt aacaggatta gcag g g g * 4151 
3034 ggtgctacag agttcttgaa gtggtggcct aactacggct acactagaag g 9 ^ 
3036 ggtatctgcg ctctgctgaa gccagttacc "cggaaaaa gagttggtag J ^ 
3038 ggcaaacaaa ccaccgctgg tagcggtggt "ttttgttt ^aagcag * J ^ 
3040 agaaaaaaag gatctcaaga agatcctttg atcttttcta ^9 cttcacctag 4 391 
3042 aacgaaaact cacgttaagg gattttggtc atgagattat caaa gg 4451 
3044 atccttttaa attaaaaatg aagttttaaa tcaatctaaa tctatttcgt 4511 

3046 tctgacagtt accaatgctt aatcagtgag jcacctatct gggcttacca 4571 

3048 tcatccatag ctgcctgact ccccgtcgtg tagataacta ^tacggg ^ 
3050 tctggcccca gtgctgcaat gataccgcga gacccacgct "pcggctcc 9 ^ 
3052 gcaataaacc agccagccgg aagggccgag cgcagaagtg gtcrtgcaac tt g ^ 
3054 Lcatccagt ctattaattg ttgccgggaa gctagagtaa Jagttcgcc g * 48n 

3056 ttgcgcaacg ttgttgccat tgctacaggc atcgtggtgt cacgctcgt g <g 4{m 
3058 gcttcattca gctccggttc ccaacgatca aggcgagtta «tgatc J 4<m 

3060 aaaaaagcgg ttagctcctt cggtcctccg atcgttgtca gagtaagtt 9 9 9J 4991 
3062 ttatcactca tggttatggc agcactgcat aattctctta ^gtcatg * 5Q5 

3064 tgcttttctg tgactggtga gtactcaacc aagtcattct gagaatagtg « J a 

3066 ccgagttgct cttgcccggc gtcaatacgg gataataccg ct ?accgctg 5171 

3068 aaagtgctca tcattggaaa acgttcttcg M^aaaac tctca gg ttact 5231 

307 0 ttgagatcca gttcgatgta acccactcgt g^cccaact gat « aaagggaa ta 5291 

3072 ttcaccagcg tttctgggtg agcaaaaaca wajggcaaa Jtgccgca^ ^ 
3074 agggcgacac ggaaatgttg aatactcata "cttcc aaataaacaa 5411 

3076 tatcagggtt attgtctcat gagcggatac atatttgaat ^atttag 5471 
3078 ataggggttc cgcgcacatt tccccgaaaa gtgccacctg acgtctaag 
3080 atcatgacat taacctataa aaataggcgt atcacgaggc cctttcgtct 

3657 <210> SEQ ID NO: 25 

3658 <211> LENGTH: 170 

3659 <212> TYPE: PRT 

3660 <213> ORGANISM: Homo sapiens 

lltl nrSfSi £ S« Tyr P» - «u C Ser His Phe * SP 

3666 (^NAsp Glu He Lys Arg Leu Gly Lys Arg Phe Lys Lys^Xaa^p Leu 

3667 \_y 20 _ . „ , ~ n „ cn „ phe Met Serfxaa) Pro Glu 



- 5 iu 

_> ItVs EiW .1. L Y , »r, U. =ly Ly» «, Ph. I** W*^ «P — 

_> 3669 V»- « 01, S« L- .« V,l Qlu «a. P»e M. t S.^ »» ex. / 0 
,--> l%\ L- Oln Oln V,X «n « g « X- «" ^ ^/ 

_> \%l «P «. Ol, «. -J «P - «- * X" - 

\%\ oln Phe S« V,! Ly. Gly ,s P Ly. Olu Sin I» *r g Phe Ala Phe ^ ) 

3679 t tv m!J A^n Lvs Asp Gly Tyr lie Ser Asn Gly Glu Leu ' MxVi 

3681 Arg He Tyr Asp Met Asp Lys Asp uxy y 

3682 100 105 
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RAW SEQUENCE LISTING DATE: 05/23/2001 

PATENT APPLICATION: US/09/744 , 016 TIME: 12.31.17 

Input Set : A:\PTO.txt 

Output Set: C:\CRF3\05232001\I744016.raw 
E-> 3684 Phe GlnQaT^Lys Met Met Val Gly Asn Asn Leu Lys Asp Thr Gin * 
E -> 368? Leu Gin Gin He Val Asp Lys Thr lie He Asn Ala Asp Lys As P( g) / Jj>^ 

E -> 3690 Asp Gly Arg He Ser Phe Glu Glu Phe Cys Ala Val V a] (xaa>ly Leu " 

3691 145 150 „ n X " 

3693 Asp He His Lys Lys Met Val Val Asp Val 

3694 "5 "0 

4132 <210> SEQ ID NO: 28 

4133 <211> LENGTH: 170 

4134 <212> TYPE: PRT 

4135 <213> ORGANISM: Homo sapiens 

'All 21V;TsT?A Ala Se t Tyr P„ Leo 6 1, Met C y s Ser His Phe Asp 

^ * 10 

E -> 4^41 Xaa Asp Glu lie Lys Arg Leu Gly Lys Arg Phe Lys Lys Xaa Asp Leu 

E ~> fill Asp Asn Ser Gly. Ser Leu Ser Val Glu Glu Phe Met Ser Xaa Pro Glu 

E -> lw Leu Gin Gin Asn Xaa Leu Val G^n Arg Val He Asp He Phe Asp Thr 

E -> ll50 Asp Gly Asn Gly Glu Val Asp Phe Lys Glu Phe He Glu Xaa Val Ser 

WW Gin Phe Ser Val Lys Gly Asp Lys Glu Gin Lys Leu Arg Phe Ala Phe 

85 

4156 Arg lie Tyr Asp Met Asp Lys Asp Gly Tyr lie Ser Asn Gly Glu Leu 

E~> llll Phe Gin Xaa Xaa Lys Met Met Val Gly Asn Asn Leu Lys Asp Thr Gin 

120 j-^o 
E -> llti Leu Gin Gin He Val Asp Lys Thr He He Asn Ala Asp Lys Asp Xaa 

.i- -no 135 140 

E -> Ills Asp Gly Arg He Ser Phe Glu Glu Phe Cys Ala Val Val Xaa Gly Leu 

4166 145 I 50 

4168 Asp He His Lys Lys Met Val Val Asp Val 
4169 

5106 <210> SEQ ID NO: 35 

5107 <211> LENGTH: 19 

5108 <212> TYPE: PRT 

5109 <213> ORGANISM: Bos taurus 

5111 <220> FEATURE: 

5112 <221> NAME /KEY : PEPTIDE 

till ™N~™r pept^ * <*» "*.U«d P««*» «" 

5116 <220> FEATURE: 

5117 <221> NAME/KEY: MOD^RES 

5118 <222> LOCATION: (15) 

5119 <223> OTHER INFORMATION: PHOSPHORYLATION 

5121 <220> FEATURE: 

5122 <221> NAME /KEY : SITE 




165 I 70 
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RAW SEQUENCE LISTING TTMF ' ll'll'™ 1 

PATENT APPLICATION: US/09/744,016 TIME : 12 : 31 . 18 

Input Set : A:\PTO.txt 

Output Set: C:\CRF3\05232001\I744016.raw 

Ull tfi ^"nFORMATION: artificial epical .edification by 

5125 fiuoroscein-phosphoramidite 

Z"T^l p» ii. p« =iv ^ - «« ™ Val 

5129 1 5 S 



Glu 




\ Please Note: . 
Use of n and/or Xaa have been detected in the Sequence Listing. Please review t 
Sequence Listing to ensure that a corresponding explanation is presented in the 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/744 , 016 



DATE: 05/23/2001 
TIME: 12:31:19 



:2468 
:2472 
:2476 
:2480 
:2484 
:2488 
:2492 
:2496 
2500 
2504 
2928 
2932 
2936 
;2940 
:2944 
:2948 
:2952 
:2956 
:2960 
:2964 
:2968 
2972 
3395 
3398 
3399 
3402 



M:336 W: 
M:336 W: 



SEQ ID: 17 
SEQ ID: 17 



336 W: 
336 W: 
336 W: 
336 W: 
336 W: 
336 W: 
:336 W: 
:336 W: 
:336 W: 
M:336 
M:336 
M:336 
M:336 



SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 



Tnnnt Set : A:\PTO.txt 

Output Set : C : \CRF3\05232001\I744016 . raw 

n\ GENERAL INFORMATION: 
:l M:259 W: Allowed number ° f .^^f^, ' Replaced Current Application Number 
:10 M:270 C: Current ^plication ^ffer £ U rrent Filing Date 

:U M:271 C: Current Filing Df?.^"^"' in Coding Region, SEQ ID:17 
«™ M:336 W - Caiid Tin: Sd Tmbfr in Sding Region, — 
invalid Amino Acid Number in Coding Region, 
invalid Amino Acid Number in Coding Region, 
InvaUd Amino Acid Number in Coding Region, 
invalid Amino Acid Number in Coding Region, 
InvaUd Amino Acid Number in Coding Region, 
invalid Jmino Acid Number in Coding Region, 
invalid Amino Acid Number in Coding Region, 
invalid Zino Acid Number in Coding Region, 
InvaUd Amino Acid Number in Coding Region, 
InSid A^ino Acid Number in Coding Region, 
!nvalid Amino Acid Number in Coding Region, 
InvaUd Amino Acid Number in Coding Region, 
invalid Amino Acid Number in Coding Region, 
iZAid Amino Acid Number in Coding Region, 
nvaUd SSno Acid Number in Coding Region 
invalid Amino Acid Number m Coding Region U ^ 
invalid Amino Acid Number in Coding Region U 
invalid Amino Acid Number in Coding Regi ^ 
invalid Amino Acid Number in Coding Regio 

invalid Amino ^^^-^^L^f^nted^ZSl SEQ:20 
(46 ) "n" or "Xaa" used,- for SEQ ID#.2i 



L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L 
L 
L 
L 
L 
L 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
M: 
L: 
L: 
L: 



W: 
W: 
W: 
W: 
W: 
W: 



ID:17 
ID:17 
ID:17 
ID:17 
ID:17 
ID:17 
SEQ ID: 17 
SEQ ID: 17 
SEQ ID: 20 
SEQ ID:20 
SEQ ID:20 
SEQ ID: 20 
SEQ ID:20 
SEQ ID: 20 



336 
336 
336 W: 
336 W: 
336 
:336 
:254 
:336 
:341 
336 



W: 
W 
E 
W 
W 
W 
W: 



3402 M:341 W: (46) "n» or "^"^^VSding' Region, SEQ ID:23 

3403 M-.336 W:- Invalid Ammo A id Number ^ ^ 



3406 
3407 
3410 
3411 
3415 
3419 
3422 
3423 
3427 
3430 



M:341 
M:336 
M:341 
M:336 
M:336 



SEQ 
SEQ 

SEQ 
SEQ 



ID:23 
ID:23 



(46) « n » or "Xaa" used, for SEQ ID#:23 
ntllid Anuno Acid Number in Codxng Regxon, SEQ ID. 23 

££5 £5 S~ % B hf - SEQ 10:23 

raiid Eino *cid nu^r in Cod iaj «.,x«. 

340 Repeated in SeqNo=25 Region, SEQ ID: 26 

?867 M-336 W: Invalid Ammo Acid NumDer i ID# . 26 

i sir, 1 , ^zJ^^™^'^ - - 26 



M:336 W: 
M:341 W: 
M:336 W: 
M:336 W: 
M:341 W: 
3431 M:336 W: 
3435 M:336 W: 
3666 M:340 E: 



ID 
ID 



:23 
:23 



25 
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_ Page 9 of 10 

VERIFICATION SUMMARY ™:^"- 2 l5 01 
PATENT APPLICATION: US/09/744 , 016 TIME: 12.31.19 

Input Set : A:\PTO.txt mAAM - 
Output Set: C:\CRF3\05232001\l744016.raw 

T-3874 M-341 W: (46) "n" or "Xaa" used, for SEQ ID#:26 

L 3875 M'-336 W: Invalid Amino Acid Number in Coding Regxon, SEQ ID. 26 

^ 3878 M 341 W: (46) "n" or "Xaa" used, for SEQ ID#:26 

I 3879 M 336 W Invalid Amino Acid Number in Coding Regxon, SEQ ID 26 

L L ; 3 3883 M:336 W: Invalid Amino Acid ^f^^^l lT ' 

T-^RRfi M-341 W- (46) "n" or "Xaa" used, for SEQ IDff.^b 

I 3887 M 336 W Invalid Amino Acid Number- in Coding Regxon, SEQ ID 26 

L 3891 M 336 W: Invalid Amino Acid Number in Codxng Regxon, SEQ ID. 26 

^-3894 M 341 W- (46) "n" or "Xaa" used, for SEQ ID#:26 

til A M 336 W- Invalid Amino Acid Number in Coding Regxon, SEQ ID 26 

L: 3899 lilt W: Invalid Amino Acid Number in Coding Regxon, SEQ ID.26 

T-3902 M-341 W: (46) "n" or "Xaa" used, for SEQ ID#.2b 

I 3 903 M':336 W: Invalid Amino Acid Number in Codxng Regxon, SEQ ID.26 

t'-3906 M-341 W (46) »n» or "Xaa" used, for SEQ ID#:26 

I 3907 M 336 W: nvalid Amino Acid Number in Codxng Regxon SE Q ID 2 

I All ^340 E: (46) "n" or "Xaa" used: Feature requxred, for SEQ IDi.28 

J^oTsfel^inSSrSlno Acid Number in Coding Region, SEQ ID:29 

334 M 336 W: Invalid Amino Acid Number in Codxng Regxon, SEQ ID.29 

J" 4338 M-336 W Invalid Amino Acid Number in Coding Regxon, SEQ ID 29 

J 4342 M-336 S- Invalid Amino Acid Number in Coding Regxon, SEQ ID 29 

I 43 46 M336 W Invalid Amino Acid Number in Coding Regxon, SEQ ID 29 

': e : - ^J^^^^^^:^ 

rJfsB^Sl-.'So^ofseq. differs, <211>LENGTH : Input : 19 Found:21 SEQ:35 
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RAW SEQUENCE LISTING 
ERROR REPORT 



BIOTECHNOLOGY ° 
SYSTEMS ; - V ~ - 
BRANCH 1. 





The Biotechnology Systems Branch of the Scientific and lecnnicai y"<^W^-; V 
Center (STIC) detected errors when processing the WI9 w|ng,coinputer 
form: . , i?^?':? "\ : 

■■ AppKratimi Serial Niimher> . ^ U /y/ ''Jj 5 'ffilff • J : j Vy^:}; ^ ; ffi 

Source: >; 




•. • .-:• i H••.v%♦-.J>,A»^-.^Y/^^:^*»;^H•«^;•(^f^S^''•; 



• Checker Version 3.0 7::^V : ^ 

/ ^Checker Version 3.0 

" " ' employing a logical and mtuitive user-interface to check whether a sequence hsUng^in v/ , ; v; ;; ( ■ v^>|^ v , 
compliance with format and content rules. Checker Vercion 3.0 worte^ 

generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1,1990 fold f ; v ,,J^ 7 j^ 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual , , : ., , . ; . ^ ■ 
Property Organization (WIPO) Standard ST.25. ' L ' • " W •" '' ::Y^ '••V ^-J^ 

Checker Version 3 .0 replaces the previous DOS-based version of Checker, and is X2K- - j , :}^Sffl± 
compliant. Checker allows public users to check sequence listings in Computer Read^eibrm v< - IjjMjg^ 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). v - vie - 

Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence • v ^pg,. 

listings, thus saving time and money. . j \iiV.:/f^i^^^' 

Checker Version 3 0 ran be down loaded from the U SPT O websit e at the following address: >• 

http:/Avww.uspto.govAvebMffices/pac/checker ; • ;•;-< -'^Y^-^^i 



Raw Sequence Listing Error Summary 



SERIAL NUMBER: 



ERROR DETECTED SUGGESTED CORRECTION 
ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS. WHICH WERE INSERTED BY PTO SOFTWARE 



Wrapped Nucleics 



Wrapped Aminos 



Incorrect Line Length 

Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



10 



11 



12 



13 



Skipped Sequences 
(NEW RULES) 



Use of n's or Xaa's 
(NEW RULES) 

Use of "Artificiar 
(NEW RULES) 

Use of <220>Feature 
(NEW RULES) 



Patentln ver. 2.0 "bug" 



The number/text at the end of each line "wrapped" down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

The amino acid number/text at the end of each line "wrapped " down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent ''wrapping". 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and use spacing between the numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(f/s ENCE^CH ARACTERISTIC S : (Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(Hi) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Use of "Artificiar' only as "<213> Organism" response is incomplete, per 1 .823(b) of New Sequence Rules. 
Valid response is Artificial Sequence. 

Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artificial Sequence" or "Unknown" 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 or new Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 
file, resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 
Instead, please use "File Manager or any other means to copy file to floppy disk. 



AMC - Biotechnoloav Systems Branch - 4/06/2001 



